
Page  of CFIA / ACIA 5644 (2011/01)
Information may be accessible or protected as required under the provisions of the Access to Information Act.

PROTECTED B 
Once completed

Establishment:

QuailTurkeyFowlChicken

Day Evening Night 1 2

CARCASS DRESSING STANDARDS DEFECTS LOG 
PROCESS EVALUATION AND CORRECTIVE MEASURE(S) EVALUATION

Shift: Line No:
MonthYear

Date:

Time:

Monitor's initial:

Sample Size:

Evaluation Type* (P or C):

Sample No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Ingesta (aggregate) > 5mm

Total FS-2

Ac = (213, 320) ; Re = (313, 420)
Gastro-intestinal Tract - Upper GIT > 5mm

Gastro-intestinal Tract - Lower GIT > 5mm

Total FS-3
Ac = (2) ; Re = (3)
Pathology - Cellulitis

Pathology - Synovitis/Tenosynovitis

Pathology - Airsacculitis  3mm

Pathology  - Salpingitis

Pathology - Keratoacanthoma

Pathology - Cutaneous Marek's Disease

Total DC-1

Ac = (013, 120) ; Re = (113, 220)
Lungs > 8mm

Oil gland > 5mm

Bruise  13 mm

Total DC-2

Ac = (613, 920) ; Re = (713, 1020)
Long Shank > 5mm

Trachea > 5 mm 

Mutilation  13mm & Compound Fracture

Scabs  13mm / Inflamed tissue  5mm

Foreign material > 5mm

Bile or ruptured yolk sac > 5mm

Total DC-3

Ac = (313, 520) ; Re = (413, 620)
3 Feathers  8mm and < 25mm

1 Feather  25mm

Total DC-4

Ac = (513, 820) ; Re = (613, 920)

Comments

* Evaluation Type -   
P = Process Evaluation,   
C = Corrective Measure(s) Evaluation   
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Establishment: Day Evening Night 1 2

CARCASS DRESSING STANDARDS DEFECTS LOG 
POST-CHILL VERIFICATION

Shift: Line No:

QUAIL

Date:

Time:

Monitor's initial:

Sample Size:

Sample No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20
Faecal material

Total FS-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)

Ingesta (aggregate) > 5mm

Total FS-2

Ac = (18, 213) ; Re = (28, 313)
Carcass Segregation (check if yes)

Gastro-intestinal Tract - Upper GIT > 5mm

Gastro-intestinal Tract - Lower GIT > 5mm

Total FS-3

Ac = (18, 213) ; Re = (28, 313)
Carcass Segregation (check if yes)

Pathology - Cellulitis

Pathology - Synovitis/Tenosynovitis/Arthritis

Pathology - Airsacculitis > 3mm

Pathology - Granuloma

Pathology - Salpingitis

Total DC-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)

MonthYear

Comments
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CARCASS DRESSING STANDARDS DEFECTS LOG
PROCESS EVALUATION AND CORRECTIVE MEASURE(S) EVALUATION
Date:
Time:
Monitor's initial:
Sample Size:
Evaluation Type* (P or C):
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (213, 320) ; Re = (313, 420)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (2) ; Re = (3)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis
Pathology - Airsacculitis ≥ 3mm
Pathology  - Salpingitis
Pathology - Keratoacanthoma
Pathology - Cutaneous Marek's Disease
Total DC-1
Ac = (013, 120) ; Re = (113, 220)
Lungs > 8mm
Oil gland > 5mm
Bruise ≥ 13 mm
Total DC-2
Ac = (613, 920) ; Re = (713, 1020)
Long Shank > 5mm
Trachea > 5 mm 
Mutilation ≥ 13mm & Compound Fracture
Scabs ≥ 13mm / Inflamed tissue ≥ 5mm
Foreign material > 5mm
Bile or ruptured yolk sac > 5mm
Total DC-3
Ac = (313, 520) ; Re = (413, 620)
3 Feathers ≥ 8mm and < 25mm
1 Feather ≥ 25mm
Total DC-4
Ac = (513, 820) ; Re = (613, 920)
Date:
Time:
Monitor's initial:
Sample Size:
Evaluation Type* (P or C):
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (2) ; Re = (3)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (2) ; Re = (3)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis/Arthritis
Pathology - Airsacculitis > 5mm
Pathology  - Salpingitis
Total DC-1
Ac = (1) ; Re = (2)
Lungs > 13mm
Oil gland > 5mm
Bruise ≥ 26 mm
Total DC-2
Ac = (7) ; Re = (8)
Long Shank > 8mm
Breast Blister ≥ 13mm
Trachea > 5 mm 
Mutilation ≥ 13mm & Compound Fracture
Scabs ≥ 26mm / Inflamed tissue ≥ 13mm
Foreign material > 5mm
Bile or ruptured yolk sac > 5mm
Total DC-3
Ac = (5) ; Re = (6)
5 Feathers ≥ 6mm and < 25mm
1 Feather ≥ 25mm
Total DC-4
Ac = (6) ; Re = (7)
Date:
Time:
Monitor's initial:
Sample Size:
Evaluation Type* (P or C):
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (113, 220) ; Re = (213, 320)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (313, 520) ; Re = (413, 620)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis
Pathology - Airsacculitis ≥ 3mm
Pathology  - Salpingitis
Total DC-1
Ac = (013, 120) ; Re = (113, 220)
Lungs > 8mm
Oil gland > 5mm
Bruise ≥ 13 mm
Total DC-2
Ac = (713, 1020) ; Re = (813, 1120)
Long Shank > 5mm
Breast Blister ≥ 8mm
Trachea > 5 mm 
Mutilation ≥ 13mm & Compound Fracture
Scabs ≥ 13mm / Inflamed tissue ≥ 5mm
Foreign material > 5mm
Bile or ruptured yolk sac > 5mm
Total DC-3
Ac = (313, 520) ; Re = (413, 620)
3 Feathers ≥ 6mm and < 25mm
1 Feather ≥ 25mm
Total DC-4
Ac = (613, 920) ; Re = (713, 1020)
Date:
Time:
Monitor's initial:
Sample Size:
Evaluation Type* (P or C):
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (213, 320) ; Re = (313, 420)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (2) ; Re = (3)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis/Arthritis
Pathology - Airsacculitis ≥ 3mm
Pathology - Granuloma
Pathology  - Salpingitis
Total DC-1
Ac = (1) ; Re = (2)
Lungs > 6mm
Oil gland > 5mm
Bruise ≥ 13mm
Total DC-2
Ac = (713, 1020) ; Re = (813, 1120)
Long Shank > 5mm
Breast Blister ≥ 8mm
Trachea > 5 mm 
Mutilation ≥ 13mm & Compound Fracture
Scabs ≥ 13mm / Inflamed tissue ≥ 5mm
Foreign material > 5mm
Bile or ruptured yolk sac > 5mm
Total DC-3
Ac = (313, 520) ; Re = (413, 620)
3 Feathers ≥ 6mm and < 25mm
1 Feather ≥ 25mm
Total DC-4
Ac = (713, 1020) ; Re = (813, 1120)
* Evaluation Type -  
P = Process Evaluation,  
C = Corrective Measure(s) Evaluation                   
CARCASS DRESSING STANDARDS DEFECTS LOG
POST-CHILL VERIFICATION
CHICKEN
FOWL
TURKEY
QUAIL
Date:
Time:
Monitor's initial:
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (18 213) ; Re = (28, 313)
Carcass Segregation (check if yes)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (18 213) ; Re = (28, 313)
Carcass Segregation (check if yes)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis
Pathology - Airsacculitis > 3mm
Pathology - Salpingitis
Pathology - Keratoacanthoma
Pathology - Cutaneous Marek
Total DC-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
Date:
Time:
Monitor's initial:
Sample Size:
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (1) ; Re = (2)
Carcass Segregation (check if yes)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (28, 313) ; Re = (38, 413)
Carcass Segregation (check if yes)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis
Pathology - Airsacculitis > 3mm
Pathology - Salpingitis
Total DC-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
Date:
Time:
Monitor's initial:
Sample Size:
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (18, 213) ; Re = (28, 313)
Carcass Segregation (check if yes)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (18, 213) ; Re = (28, 313)
Carcass Segregation (check if yes)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis/Arthritis
Pathology - Airsacculitis > 5mm
Pathology - Salpingitis
Total DC-1
Ac = (1) ; Re = (2)
Carcass Segregation (check if yes)
Date:
Time:
Monitor's initial:
Sample Size:
Sample No.
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
Faecal material
Total FS-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
Ingesta (aggregate) > 5mm
Total FS-2
Ac = (18, 213) ; Re = (28, 313)
Carcass Segregation (check if yes)
Gastro-intestinal Tract - Upper GIT > 5mm
Gastro-intestinal Tract - Lower GIT > 5mm
Total FS-3
Ac = (18, 213) ; Re = (28, 313)
Carcass Segregation (check if yes)
Pathology - Cellulitis
Pathology - Synovitis/Tenosynovitis/Arthritis
Pathology - Airsacculitis > 3mm
Pathology - Granuloma
Pathology - Salpingitis
Total DC-1
Ac = (0) ; Re = (1)
Carcass Segregation (check if yes)
8.1.1.2188.1.406459.359820
Robert Meilleur (BD)
2011/01
Robert Meilleur
5644 Carcass Dressing Standards Defects Log
Process Evaluation and Corrective Measure(s) Evalucation
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